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cholinephosphotransferase 
545 ff 

cytochalasin B 444 

cytochrome b, /f-complex 
276, 278 ff 

— bssq 34,38 ff, 120 ff 

— c oxidoreductase 546 

cytokinesis 126, 137, 202 ff 

cytokinin 333 

cytoplasmic acidification 
416 ff 

cytosolic calcium 89 ff 


DI protein 118, 119, 121 ff, 
314 

— — turnover 34 ff 

D2 protein 118, 121 ff 

daidzein 272 ff 

Datura ferox 282 

— stramonium agglutinin 506, 
508 

debranching enzyme 209 ff 

defence response(s) 270, 273, 
274 

3-deoxy-lyxo-2-heptulosaric 
acid 503, 506 

3-deoxy-manno-2-octulosonic 
acid 503, 506 

3-deoxy-5-O-methyl-manno-2- 
octulosonic acid 503, 506 

diacylglycerol 545, 548, 549 

4’6-diamino-2-phenyl-indole 
202, 204, 206 

3,3’-diaminobenzidine 46, 47 

diatoms 219, 227 


2,6-dichlorophenolindophenol 
119, 120, 123 

2,4-dichlorophenoxyacetic acid 
407, 408, 459 ff 

3-(3°,4’-dichlorophenyl)-1,1- 
dimethyl urea 352, 354, 
356, 482 

dictyosome(s) 128, 130, 132, 
134, 136 

diethylaminoethyl 560 

diffusion coefficients 405, 
407, 409 ff 

digalactosyldiacylglycerol 
439 ff 


Digitaria sanguinalis 467 ff, 
594 

digitonin 120, 121 

dihydroxyacetone phosphate 
264 ff, 472 

L-(3,4-dihydroxyphenyl)- 
alanine 244, 249 

6-dimethylaminopurine 416, 
421, 422 

dimethylsulfide 433,435, 
437 

dimethylsulfoniopropionate 
lyase 433 ff 

dinoflagellates 227 

1,6-diphenyl-1,3,5-hexatriene 
372, 378 

diphenylcarbazide 119, 120, 
123 

dithiothreitol 79, 83 ff, 337, 
372, 373, 376 ff, 497, 498, 
506, 507 

diurnal light/dark cycle 289 ff 

Dorotheanthus bellidiformis 
244 ff 

dotriacontane 404, 406, 408 ff 

Drosophila 520, 526 

drought stress 118 ff, 589 ff, 
602, 604, 605 

Dunaliella 315 

— salina 178, 181, 182 

— tertiolecta 177 ff 


ecotypes of Stellaria 329, 334 
Edman degradation method 
213 
EGTA 346, 347, 467 ff 
electrical resistance of 
plasmodesmata 537 ff 
electron transport, cyclic 
276 ff 
Eleocharis 391 
— baldwinii 402 
— vivipara 382 ff, 394 ff 
Eleusina indica 594 
elicitor 270 ff, 416 ff 
Elodea 537, 540, 542 
elongation growth 43 ff 
— - of roots 100 ff 
embryogenesis, somatic 459 ff 
embryos of oilseed rape 321 ff 
empty-seed-coat technique 
488, 491 
endodermis 596 ff 
endopeptidase 565 ff 
endoplasmic reticulum 127, 
128, 132 ff, 139, 143, 144, 


IX 


148, 162, 163, 439, 441, 444, 
446 ff, 545 ff 
endosperm of rice 209 ff 
— rupture 282 ff 
Enteromorpha clathrata 437 
environmental stresses 602 
enzymes of C; and C, 
pathways 394 ff 
Eremosphaera viridis 356 
Erwinia amylovora 528 ff 
Erythrina caffra 74 
erythrosin B 359, 420 
Escherichia coli 22,71, 193, 
216, 217, 277, 280, 523, 530, 
555, 557, 559 ff 
— — uidA gene 515 
esculin 9, 12 ff 
ethidium bromide 202, 206 
ethoxyzolamide 79, 83, 85, 
87, 177, 178, 181 ff 
ethylene 100, 102 ff, 154, 
329 ff 
ethylenediaminetetraacetic acid 
(EDTA) 57 ff, 366 ff, 583 ff 
N-ethylmaleimide 339 
etioplast(s) 289, 292, 293 
Eucalyptus gunnii 628, 629 
Euglena 562 
— gracilis 509 
B-1,4-exoglucanase-gold 
complex 105, 107 ff 
extensin gene extA 618 ff 
extensiometer 43, 45, 46 


fatty acid(s) 552 
— — composition 439, 440, 
442 


— — synthesis 321 ff 

@-3 fatty acid desaturases 
439 ff 

ferredoxin-dependent 
glutamate synthase 74 ff 

ferulic acid 475, 477 

feruloyl-CoA 166 ff, 475, 477, 
478 

@-feruloyloxypalmitic acid 
475, 478 ff 

fibronectin 226, 227 

Fimbristylis 391 

fimbristyloid anatomy 384, 
391, 392 

flagellar hairs 219, 224, 226, 
227 

— membrane 503 ff 

— scales 503 ff 

Flaveria australasica 400 

— bidentis 79, 262 ff 

— brownii 400, 401 

— palmeri 400 

— trinervia 262, 264, 266 

— vaginata 400 

fluo-3 89,91 ff 

fluorescent dyes 9 ff 

fructan:fructan fructosyl 
transferase 493 ff 

fructans 528 ff 

fructokinase 451 ff 

fructose 451 ff, 493, 496, 497, 
499 | 

fruits of tomato 451 ff 


L 
H 


X 


Fuchsia 11 

— hybrida 10 

Fucus 227 

fungal B-glucan-induced plant 
defence 270 ff 

Fusarium 105 

— oxysporum 116 

— — f.sp. chrysanthemi 106 

fusicoccin 359 ff 


gadolinium 346, 356 

galactolipids 439, 441 

galactose 111,115 

galactosyl oligosaccharides 
185 ff 

Galanthus nivalis agglutinin 
506 

gene(s) , embryogenesis-related 
459 

— expression 50, 51, 55, 64, 
65, 68, 71, 72, 169, 459 ff 

— — of LEA 459, 465 

— - of ndh 276, 278, 279 

— — of phytochrome BI 152 

— — of plastid 193 

generative cell 202 ff 

genetic transformation 612 

genistein 272, 273 

germination 64, 65, 68, 69, 
72, 230, 232 ff, 282 ff, 
307 ff, 565 ff, 602, 604, 605, 
609, 610 

— anaerobic 74 ff 

gibberellic acid 89 ff 

gibberellin(s) 89 ff, 282 ff, 
333 

ginseng protein 413 

— RNase 414 

1,3-1,6-B-glucan(s) 270 ff 

a-1,4-glucan phosphorylase(s) 
64 ff 


B-glucan-binding sites 270, 
271 

1,3-B-glucanase(s) 1 ff, 
282 ff 

glucose 493, 499 

— uptake 486 ff 

glucose-1-phosphate 72 

glucose-3-phosphate 545, 
547, 549 

glucose-6-phosphate 321 ff, 
469 


a-glucosidase 499 ff 
B-glucoside 416, 420 ff 
glucosyltransferases 244 ff 
B-glucuronidase 50 ff, 193, 
196, 199, 234, 283, 285, 
516 ff, 612 ff, 618 ff 
glucuronoarabinoxylans 43, 
45 
glutamate synthase 74 ff 
glutamine 366, 368 ff 
— synthetase 74, 76, 77 
glutathione 552,554, 555 
— reductase 552, 554, 555 
glyceollin 270, 272 
glycerol dioleate 408 
glycine decarboxylase 314, 
316 ff 
Glycine max 270 ff 


glycine-rich cell wall protein 
459, 461 

— proteins 1,3,4,6 

glycogen 64, 72, 209, 210, 
212, 215 ff 

glycoproteins 43, 219 ff, 
503 ff 

Golgi vesicle(s) 130, 132 ff 

Gomphrena celosioides 262 

gomphrenin I 244, 246 ff 

Gonyaulax 520 

— polyedra 526 

gravitropic response 343 ff 

— — anomalous 443 ff 

— — of roots 100 ff 

gravitropism 18 ff, 511 ff 

green alga(e) 16, 35, 41, 177, 
182, 183, 481, 503, 509 

growth (of cells), centre 443, 
444, 447 ff 

— polar 443, 450 

growth-orientation, gravitropic 
511 ff 


H+-ATPase activity 359 ff 

haem 557, 563 

HCO, 262, 264, 265, 268 

heat stress 1, 5 ff 

heat-shock protein(s) 1, 3 ff, 
459, 461, 462, 465 

heavy-metal-responsive genes 
1 ff 

Helianthus annuus 303 

— tuberosus 493, 497 

Helix pomatia agglutinin 111 

herbicide 119, 120, 122, 124 

hexadecanoic acid 404, 406, 
408 

hexadecatrienoic acid 439, 
441 

HgCl, 372, 373, 376, 377, 
379, 380 

hordein(s) 565, 566, 568 ff, 
603 

Hordeum distichon 303, 304 

— vulgare 207, 238 ff, 289 ff, 
303, 314 ff, 565 ff, 602 ff, 
625 ff 

HVAI protein 602 ff 

Hyacinthus 205 

hydraulic conductance 296 ff, 
372 ff 

hydrogen peroxide 43 ff, 
552 

@-hydroxy fatty acids 475, 
477, 478 

hydroxycinnamic acid 166 

hydroxycinnamoyl-CoA: 
@-hydroxypalmitic acid 
O-hydroxycinnamoyltrans- 
ferase 475 ff 

hydroxycinnamoyl- 
CoA:tyramine 
hydroxycinnamoyltrans- 
ferase 166 ff 

hydroxylapatite 
chromatography 211,217 

1-hydroxymethylbilane 
synthase 557 ff 

@-hydroxypalmitic acid 475 ff 


Hygrocybe 244 
hygromycin 200, 612, 614 ff 
— resistance 612,614 
Hygrophorus 244 
Hyparenia diplandra 594 
hypocotyl 50 ff, 152, 154, 
229, 232, 234, 511 ff 
hypoxia 89, 90, 92 ff 


Illinois High Oils 158 ff 

— Low Oils 158 ff 

immunocytochemical 
localization of enzymes 
394 ff 

— — of ubiquitin 139, 140 

immunofluorescence 
techniques 202, 203, 207 

immunolocalization of 
arabinogalactan proteins 

— of pectins 253, 255 

Impatiens walleriana 185 ff 

indole-3-acetic acid (IAA) 44, 
45, 100, 333, 346, 347, 
359 ff, 583 ff 

inhibitor protein 57 ff 

intermediary cells 425 ff 

inulin 489, 493, 496 ff, 531 

inulin-type fructans 529 

invertase 451 

iodoacetamide 339 

ioxynil 119, 120 

Ipomoea batatas 67 

isoamylase 209, 210, 212, 
215 ff 

Isoetes 394 


jasmonate 315 

— signalling 625 ff 

jasmonate-regulated 
transcripts/genes 625 ff 

jasmonic acid methylester 
625, 627 ff 

Juglans regia 304 


kanamycin 614, 616 
Katodinium rotundatum 227 
Kennedy pathway 545, 548, 
549 
l-kestose 493, 496 ff 
keto-sugar acids 503, 506, 508 
Klebsiella aerogenes 216, 217 
— pneumonia 216 
KN-93 18, 19, 21 ff 
Kolmogorov-Smirnov tests 
148 
Kranz cells 382, 384 ff, 394 ff 


La3+ 346, 347, 356 

lactic acid buffer 407, 408 

laminarin 283 

lanolin 586, 587 

lanthanides 352, 356 

iate-embryogenesis-abundant 
protein(s) 459, 461, 462, 
464, 465, 602 ff 

leaf cell maturation 439 ff 


— specific conductance of the 
root system 302, 304 

lectin(s) 503, 506, 508 

Lepidium sativum 100 

Leuconostoc mesenteroides 
529 

levan sucrase 528 ff 

levan-type fructans 529 

Lhcb1 290 ff 

— promoter 50 ff 

light scattering 9 ff 

— signal transduction 18, 23 

— stress 314 ff 

light-dependent proton 
transport 9 ff 

light-entrained circadian 
regulation 329 ff 

light-harvesting complex 
protein 118 

— - of PSII 34, 35, 38 ff, 
120 ff 

light-regulated gravitropism 
18 ff 

light-stress proteins 314 ff 

lignin 106, 596 ff 

Lilium 205, 207 

— longiflorum 251 ff . 

limit dextrinase 209, 212, 215 

a-linolenic acid 439, 441 

lipase 158, 159 

lipid(s) 162, 439 ff 

— synthesis 545 ff 

— transfer protein(s) 229 ff 

— — — gene(s) 229, 231, 234 

liverwort 169 

Lucifer Yellow 29, 538, 540 

Lunaria annua 546 

Lycopersicon 511 

— esculentum 152 ff, 451 ff 

lysophosphatidylcholine 
361 ff 


macroalga 433 ff 

Magnolia denudata 185, 
187 ff 

maize coleoptiles 43 ff 

— kernels 158 ff 

— roots 18 ff 

malate 262 ff, 467, 469, 470, 
472, 473 

— dehydrogenase 589, 591 ff 

— inhibition 591, 592 

malic enzyme 589, 591 ff 

Mallomonas splendens 219 ff 

malting process 565, 571 

maltodextrin(s) 64, 73 

mannitol 89, 92, 94, 285, 486, 
488 ff 

mannose 57, 60, 62, 367 

marine environment 433, 436, 
437 

Medicago sativa 628, 629 

Meloidogyne javanica 622 

membrane channel proteins 1, 
3,8 

— depolarisations 185 ff, 
352 ff 

— potential 352, 353, 357, 
359, 360 

— resistance 537 ff 


aI: 
LE 


2-mercaptoethanol 79, 84, 87, 
166, 168, 523 

mercuric chloride 1 ff 

Mesembryanthemum 
crystallinum 394 

mesophyll 185 ff 

— cells 382, 384 ff, 394 ff, 
467 ff 

— protoplasts 467 ff 

— vacuoles 9 ff 

Mesostigma viride 509 

metallothionein-like protein 
459, 461, 462 

methionine-labelled proteins 
459, 461, 462, 465 

methyl methanesulfonate 311, 
313 

O-methyltransferase 628 ff 

methylumbelliferone 196, 199 

Mg?+ 366 ff 

MgSO, 177, 181 ff 

microbial infection 270 

microcystin LR 57, 61, 366, 
368 ff 

microtubule(s) 202 ff, 444 

mineral stress 34 ff 

minor-vein configuration 
185 ff 

— phloem 425 ff 

mitosis 202 ff 

monogalactosyldiacylglycerol 
439 ff 


moss(es) 352 ff 

mRNA expression for light- 
stress proteins 314 ff 

mutagen(s) 308, 309, 311, 312 

mutant(s) abi3 of Arabidopsis 
515 

— agr-3 of Arabidopsis 343 ff 

— chlorophyll 307, 308, 311 ff 

— fad7 of Arabidopsis 439 ff 

— fus3 of Arabidopsis 515 

— of tomato 152 ff 

— Vp! of Zea mays 515 


N assimilation 366, 370 
N-glycans 503, 504, 506, 508, 
509 


NaCl 1,5 ff, 89, 90, 92, 94, 
96, 98, 229, 233, 234, 236 

NAD-malic enzyme type 382, 
391, 392, 401 

NADH 337 

NADP-malic enzyme type 
262, 265 ff, 276, 279, 468, 
472, 473 

NAD(P)H-plastoquinone 
oxidoreductase 276 ff 

NADPH-protochlorophyllide 
oxidoreductases A and B 
289 ff 

napA storage-protein promoter 
515 ff 

N-1-naphthylphthalamic acid 
583, 585 ff 

napin 515,516 

ndh genes 276 ff 

neomycinphosphotransferase 
193 


Neurospora 520, 526 


Nicotiana plumbaginifolia 
194, 196, 199, 366 ff, 540, 
542, 622 

— tabacum 84, 148, 193 ff, 
202, 205, 207, 282 ff, 307 ff, 
416 ff, 475 ff, 618, 620, 621, 
623, 628, 629 

nifedipine 352, 355, 356 

niflumic acid 352, 356, 357 

Nitella 354, 356 

Nitellopsis 356 

nitrate 366 ff 

— assimilation 74 ff 

— reductase 57 ff, 74, 76, 77, 
332, 334, 366 ff 

nitrite reductase 74, 76, 77 

nitrogen 372, 374 ff 

— metabolism 366, 371 

N-nitrosourea 311 

non-Stokesian diffusion 373 

norflurazon 352, 354, 356 

nutrient deprivation 372 ff 

l,I-nystose 493, 496 ff 


O, evolution 264 ff, 589, 
591 ff 

oat seedlings 336 ff 

Ochromonas 509 

Ocimum basilicum 185 ff 

oil bodies 158 ff, 545, 546, 
548 ff 

— contents 158 ff 

okadaic acid 57, 61, 62, 367 

oleosin(s) 158 ff, 545, 549, 
550 

— genes 158 ff 

oligofructan(s) 493, 496, 498, 
499, 501 

oligogalacturonides 416, 417, 
420 ff 

Ophiostoma ulmi 105 

organic compounds in plant 
cuticles 404 ff 

Ornithogalum virens 202 ff 

Oryza sativa 74 ff, 100, 
209 ff, 552 ff, 628 

— — var.indica 612 ff 

— — var. japonica 612 ff 

osmotic hydraulic conductance 
372 ff 

— stress 89, 90, 92, 94, 97, 98 

osmotica 282 ff 

outer-wall plasmodesmata 
139 ff 

oxaloacetic acid 264, 265, 268 

oxidative pentose phosphate 
pathway 321 ff 

— stress 552 ff 

2-oxoglutarate 262, 264, 265, 
268 


Panicum 392 

— miliaceum 264 

Paramecium mutants 344 

parenchyma sheath cells 382, 
384 ff, 394 ff 

patatin 531,533, 535 

pathogenesis-related proteins 
1, 4, 6 ff, 106, 116, 413 


— — intracellular 413, 414 

pathogens 574 

pectin 251 ff 

pectolyase 416, 417, 420 ff 

Pelargonium zonale 9 ff 

peroxidase 43, 45 ff 

Petunia hybrida 249, 307, 
308, 310 ff 

pH, cytoplasmic 416 ff 

B-phaseolin gene promoter 
517, 518 

Phaseolus coccineus 303, 304 

— vulgaris 25 ff, 307, 486, 
490 

phenylalanine ammonia-lyase 
166, 168 

p-phenylenediamine 46, 47 

N-phenylmaleimide 339, 340 

phenylmethylsulphonyl 
fluoride 82 

phenylpropanoids 166 

phloem 425 ff, 583 ff 

— import 26, 32 

— loading 185 ff 

phosphatidic acid 545, 548, 
549 


phosphatidylcholine 440, 441, 
545, 548 

phosphatidylethanolamine 
441 

phosphodiesterase 348 

phosphoenolpyruvate 
carboxylase 79, 87, 180, 
266, 366, 369, 370, 394 ff, 
467 ff, 589 ff 

3-phosphoglycerate 262, 
264 ff, 467, 468, 472, 473 

phospholipid(s) 158, 162, 
165, 229, 237, 408, 409 

phosphorus 372, 374 ff 

phosphorylation-dependent 
response 416 ff 

photodormancy 282, 284, 
285 

photoinhibition 34, 35, 37, 40, 
118, 123, 314 

photomorphogenic response 
511 ff 

photon flux density 11, 12, 
14 ff 

photoreceptor 336, 337, 341, 
511,512 

photorespiration 314, 315, 
319 

photosensitivity 336, 337 

photosynthesis 382, 383, 386, 
573 ff 

photosynthetic apparatus 
238 ff 

— cells 382 ff, 394 ff 

— electron transport 34, 36, 
40 

— metabolites 467 ff 

photosystem II 34 ff, 118 ff, 
238, 239, 241 ff, 262, 264, 
266 ff, 314 

phototropism 336, 337 

Physcomitrella patens 352 ff 

phytoalexin(s) 106, 116, 
270 ff 

phytochelatin 1 


phytochrome 18, 152 ff, 
352 ff, 511 ff 

— A overexpression 50 ff 

- B 50,55 

- BI 152 ff 

phytohormones 459 

Phytophthora infestans 166, 
168 

— megasperma 416, 417, 
420 ff 

— sojae 270, 272, 274 

phytotoxin 359 

Picea abies 303, 304 

— glauca 459 ff 

Pinus resinosa 304 

— sylvestris 305, 628, 630 

Pisum sativum 64, 84, 100, 
105, 118, 307, 311, 356, 
486 ff, 562, 583 ff 

plant defence 270 ff 

— — reactions/responses 105, 
106, 115, 116, 618 

plant growth-promoting 
rhizobacteria 105, 106, 115, 
116 

plasma membrane 336 ff, 
359 ff, 372, 373, 378 ff, 486, 
487, 489 ff 

— — fluidity 372, 379, 380 

— — Ht+-ATPase activity 
359 ff 

— — protein 336 

— — resistivity 537 ff 

plasmalemma 127, 128, 130, 
134, 136, 143, 144 

plasmodesmata 126 ff, 139 ff, 
425 ff, 537 ff 

plastid(s) 321 ff, 548, 557, 
562, 563 

— membranes 439, 441 

plastome transformation 
193 ff 

plastome-encoded ndh genes 
276 ff 

plastoquinone 37, 40, 41, 276, 
280 

Poaceae 493 

polar auxin transport pathway 
583 ff 

pollen allergen Bet v 1 413 ff 

— germination 202, 203, 205 

— tube(s) 202, 203, 205, 207, 
251 ff 

pollination 251 ff 

polyethylene glycol 193 ff, 
282, 285, 286, 408, 453, 
459 ff 

polymerase chain reaction 
analysis 193, 195 ff 

polypeptides, low-CO,- 
inducible 481 ff 

polysaccharides 43, 45 

— acidic 503, 506 

Polysiphonia lanosa 437 

— paniculata 434 

Populus tremuloides 628, 629 

porphobilinogen deaminase 
557 ff 

prasinophytes 503 

pressure probe 25, 26, 28, 29, 
31 ff 


fl 


XII 


pressure-clamp technique 
296 ff 

pressure-relaxation technique 
297, 305 

prokaryote 520 ff 

prolamins 603 

propionic acid 418,419 

protein, circadian oscillating 
520 ff 

— hydrolysis 565, 568, 569, 
571 

— kinase 18 ff, 57 ff 

— membrane-associated 481 

— phosphatase 57 ff 

— phosphorylation 336 ff, 
366, 368, 370, 416, 421, 422 

— storage vacuoles 602 ff 

— synthesis 58, 62 

protein-Ser/Thr kinase 467 

proteinase(s) 565, 567 ff 

— inhibitor II 625, 631 

protochlorophyllide 238 ff 

— oxidoreductases A and B 
289 ff 

— reductase 238, 241 

proton transport, light- 
dependent 9 ff 

protonemata of Chara 443, 
444, 447 ff 

protoplast(s) 126 ff, 139 ff 

— transformation 193 ff 

Prunus avium 296, 298, 304, 
305 

Pseudomonas amylodermosa 
216, 217 

— doudoroffii 434, 437 

— fluorescens 105 ff 

pterocarpans 272 

Puccinia coronata 573 ff 

— hordei 577 

pullulanase 209 ff 

B-purothionin 569 

pyranine 9 ff 

Pyrus communis 404, 409 

pyruvate 321 ff, 467, 468, 
472, 473 

— dehydrogenase complex 
325, 326 

— Pidikinase 394 ff 

Pythium ultimum 105 ff 


Q-enzyme 209, 216, 217 


R-enzyme 209 ff 

RACE technique 66 

radicle penetration 282, 286, 
287 

raffinose 185 ff 

rainwater 1,5 ff 

rhizobacteria 105 

Rhizobium 115 

— meliloti 270,271, 273 

rhizoids of Chara 443 ff 

Ri T-DNA-transformed pea 
roots 105 ff 

ribonuclease 413 ff 

ribulose- 1 ,5-bisphosphate 
carboxylase/oxygenase 
(Rubisco) 79, 80, 177, 


182 ff, 394 ff, 481 ff, 589, 
593, 628 ff 

— — mutants 482 ff 

ribulose-S-phosphate 264 ff 

Riccia fluitans 169 

rice phytochrome A 50 ff 

Ricinus 33 

— communis 237, 546, 584, 
587 

— — agglutinin 111,506 

root development 19 

— gravitropism 19, 21 ff, 
100 ff 

— hydraulic conductance 
296 ff 

— pathogens 105, 106, 116 

roots of chicory 493 ff 

— of Clivia 596 ff 

— of pea, Ri T-DANN- 
transformed 105 ff 

Rosa 260 

Rubisco 79, 80, 177, 182 ff, 
394 ff, 481 ff, 589, 593, 
628 ff 

— mutants 482 ff 

rust fungus 573 ff 

ruthenium red 253, 255 ff 


salinity 436 
salt stress 90, 92, 98 
Sambucus nigra 207 
sap flow 372, 374 ff 
scale case(s) 219, 220, 
222 ff 
scale-associated glycoproteins 
503 ff 
Scenedesmus obliquus 182 
Scherffelia dubia 503 ff 
Sclerotium rolfsii 116 
seed coat(s) 64, 68, 72 
— - of pea 486 ff 
— — of Phaseolus vulgaris 
25 ff 
— — unloading 486 ff 
— development 25 ff, 64, 65, 
67 ff 
seedlings of Arabidopsis 
511 ff 
— of Brassica 229, 231 ff 
- of oat 336 ff 
seeds of Brassica napus 
515 ff, 545 ff 
— of Hordeum vulgare 602 ff 
Serratia marcescens 116 
shade-avoidance response 153 
silicia deposition vesicle(s) 
219, 220, 222 ff 
sinapyl alcohols 596 
sink strength 528, 529, 534, 
535 
sink-source transition 425, 
427 ff 
sitosterol 372, 378, 379 
Solanum nigrum 126 ff, 
139 ff, 542 
— tuberosum 67, 79 ff, 166 ff, 
528 ff 
somatic embryogenesis 459 ff 
Sorghum 511 
— bicolor 262, 267, 276 ff 


Southern hybridization 193, 
197 

Spartina alterniflora 433 

spectinomycin 193, 195 ff 

Spinacia 13 

— oleracea 9, 16, 34, 84, 548 

Spirodela 35, 40 

Spitzenkörper (vesicle-supply 
centre) 444, 446 ff 

Staphylococcus aureus 213 

starch 64 ff, 209 ff 

— debranching enzyme 209 ff 

— degradation 64, 72 

— synthase 209 

— synthesis 321 ff 

starch-deficient potato plants 


statocytes 343, 349, 350 
statoliths 443 ff 
staurosporin 61, 62, 416, 421, 
422 
Stellaria longipes 329 ff 
stigmasterol 372, 378, 379 
non-Stokesian diffusion 373 
stomatal closure 589, 594 
— conductance 372, 375 ff 
storage proteins 459, 461, 
464, 515 ff, 565, 571, 603 
Streptanthus 491 
Streptococcus mutans 529 
streptomycin 193, 195, 197, 
198, 200 
stress, abiotic 1 ff 
cold 1,5 ff, 604, 605, 608 
drought 118 ff, 589 ff, 602, 
604, 605 
environmental 602 
heat 1,5 ff 
light 314 ff 
mineral 34 ff 
osmotic 89, 90, 92, 94, 97, 
98 
oxidative 552 ff 
proteins 603, 609 
salt 90, 92, 98 
tensile 43, 45, 618 ff 
water 118, 120 ff 
structure-function relation 50, 
55 
style 251 ff 
suberin 475, 479, 480, 596, 
598 ff 
submergence 100 ff, 391 
succinate dehydrogenase 
180 
sucrose 185 ff, 451, 452, 
493, 496 ff, 528, 529, 533, 
534 
— phosphate synthase 366, 
367, 369, 370 
— :sucrose fructosyl transferase 
493, 501 
— uptake 486 ff 
sucrose-density-gradient 
centrifugation 158, 163, 
545 ff 
sucrose-metabolizing enzymes 
451 
sulfonamides 79, 83, 85, 87 
suspension-culture cells 5 
37 ff 


symbiotic interaction(s) 270, 
271 

symplasmic minor-vein 
configuration 185 ff 

Synechococcus RF-1 520 ff 

Synechocystis 276, 280 

Synura 226 

— petersenii 219 

Synurophyceae 219 ff 

Syringa 286 

syringyl alcohols 598 ff 


Taraxacum officinale 494 
temperature-entrained circadian 
regulation 329 ff 
tensile stress(es) 43, 45, 618 ff 
1-tetradecanol 475, 477 ff 
tetraethylammonium 352, 
356, 357 
tetrapyrole synthesis enzyme 
557 ff 
Tetraselmis 504 
— striata 508, 509 
thaumatin-like protein 3, 4 
Thermoplasma acidophilum 
139 
thioacidolysis 596, 598 ff 
thiol reagent(s) 339, 340, 
373 


thylakoid proteins 34 ff 

tobacco plastome 193 ff 

— seedlings 50 ff 

tonoplast 139, 144, 148, 
537 ff 

tortuosity of the diffusion path 
404, 405 

Tradescantia 80, 205, 207 

— bracteata 205 

— virginiana 202, 205, 207 

transgenic rice plants 612, 
615 ff 

— strach-deficient potato plants 
528 ff 

— tobacco 618, 620 ff 

transmitting tract epidermal 
cells 251, 253, 255 ff 

tri-mutant alleles 152 ff 

triacylglycerol(s) 158, 162, 
545 ff 


Trianea bogotensis 542 

trienoic fatty acids 439 ff 

trifluoperazine 343, 346, 347, 
349 

3,60,9-trihydroxypterocarpan 
272 ff 


trisacetate phosphate medium 
482, 484 

Triticum aestivum 89 ff, 304, 
372 ff 

Triton X-100 336, 338 ff 

trypsin 336, 338 ff, 362 

tubers of transgenic potato 
528 ff 

tubulin 202 ff 

turgor pressure 25, 26, 28 ff 

turgor-dependent efflux of 
assimilates 25 ff 

tugor-homeostat model 25, 
32 


tyramine 166, 168 


TTL 
[UT 
| 


ubiquitin 1, 3, 4, 7, 139 ff 
UDP-glucose 451 
— :betanidin 5-O-and 6-O- 
glucosyltransferases 244 ff 
Ulva curvata 433 ff 
— lactuca 436, 437 
Urochloa panicoides 264 
Uromyces appendiculatus 
574 


— muscari 577 

uroporphyrinogen III synthase 
557, 563 

UV-light irradiation 1,5 ff 


vacuole(s) 9 ff 

Valonia ventricosa 16 

vanadate 420, 421 

vanillin 598 

vascular bundles 382, 384 ff 

Verapamil 346, 347 

Verticillium dahliae 417 

Vicia faba 26, 64 ff, 139, 140, 
144, 148, 149, 185 ff, 307, 
311, 486, 490 

Vigna angularis 100 

Vitis 628, 630 

vitronectin 226, 227 


wall digestion 126, 127 
water flow 296 ff 

— — apoplasmic 297 ff 

— — cell-to-cell 297 ff 

— relations of cells 25 ff 

— stress 118, 120 ff 
water-channel function 372 ff 
waxes 404, 405, 407, 410 ff 
wounding 1,5 ff 


xanthophyll cycle 315 
Xenopus oocytes 373 


xylem vessels 596 ff 


Yariv reagent 251, 252, 258 ff 


Zea mays | ff, 18 ff, 43 ff, 
100, 158 ff, 262, 264 ff, 303, 
304, 359 ff, 366 ff, 515, 518, 
537 ff, 546, 587, 589 ff, 628, 
629 

— — Vpl mutant 515 

Zinnia elegans 628 


